ApoB 1-269 
CDld human 
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-Section 1 
52 



-MDPPRPALLALLA 



(1) MGCLLFLLLWALLQAWGSABVPQRLPPLRCLQIJS 
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—Section 2 

(53) 53 60 70 80 90 104 

ApoB 1-269 (34) NV|^VCPKDnTRFj^lJlKr~|YN YEAB - - S - SSGVPGTAflSRS 

CDld human (53) LqUhSWSNdUdTvUslUp|_|QGTPSDQQWETLQHIPRVYRSSPTRDVk|JpaK 



~ — Section 3 

(105) 105 110 120 130 140 156 

ApoB 1-269 (73) ATRriNCKr|BLEVPQLCSPILK--r]S QCTLREVYGFNP 

CDld human (105) MLR|JsYp|JeLQVSAGCEVHPGNaIJnNPFHVAPQGKDILSPQGTSWEPTQEAP 



(157) 157 
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-Section 4 
208 



ApoB 1-269 (108) EGKALLKKTKNSriEr|AAAMSRr]ELKLAIPEGKQVFLYPEKDEPTYILNIKRG 
CDld human (157) LWVNLAIQVLNqJJkUtRETVqUlLNGTCPQFVSGLLESGKSE LKKQV 



~~ — ■ Section 5 

(209) 209 220 230 240 250 260 

ApoB 1-269 (160) IISALLVPPEnEEAKQnLPflDTVYGNCSTHFTVKTRriGN [~|A- 

CDld human (204) KPKAWLSRGpUpGPGRULLUCHVSGFYPRPVWVKWMUGEQEQQGTQPGdIJlP 



— Section 6 

(261) 261 270 280 290 . 300 312 

ApoB 1-269 (201) T I ISTERDLGQCDRFKPIRTGISPnALIKGMnRPLSTLirjS 

CDld human (256) NADETWYLRATlUvAGEAAGLSCRVKHSSLEGQI)L|vLYWGgL|yTSMGLIIJl 
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ApoB 1-269 (242)riQS CQflTLDAKRKHVAE 

CDld human (308) UvLACLLPLLIVGUTSRFKRQTSYQ 
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— Section 1 

(1) 1 10 20 30 40 52 

ApoB 512-721 (1) - K 

CDld human (1) MGCLLFLLLWALLQAWGSAEVPQRLFPLRCLQISSFANSSWTRTDGLAWLGE 



Section 2 

(53) 53 60 70 80 90 104 

ApoB 512-721 (2) CVQSriKPSLMIQKAj |QALRKMEPKDKDQEVLLQTFLDDASPGD[^r|AAr|LM 
CDld human (53) LQTH[JwSNDSDTVr| |kPWSQGTFSDQQWETLQHIFRVYRSSFT|Jd[Jke]jAK 



Section 3 

(105) 105 110 120 130 140 156_ 

ApoB 512-721 (54) I |RS- -PSQADnNKIVQf~lLPWEQNE QVKNnVA[~|HIAN 

CDld human (105) |^LSYPLELqUsAGCeIJhPGNASNNFPHVAFQGKDILSPQGTSUEP|JqeAP 
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ApoB 512-721 (89) 
CDld human (157) 
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250 260 



ApoB 512-721(135) PSLDPnsnKIEGNLnFDPNNTlLPK ESMl iTTLTAPGPASrjDl lEiriLEG 

?UpUpgrlllUchvsgUypkpvwvkwUgeqeqqgtqpUdUpn|Jdet 



CDld human (209) LSRGP 
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ApoB 512-721(184) KGFEPTL| 
CDld human (261) WYLRAT 
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•Section 7 



(313) 313 320 33_5 

ApoB 512-721(211) SEQ ID NO: 13 

CDld human (313) LLFLLIVGPTSRFKRQTSYQGVL SEQ ID NO: 15 



Fig. 1 3 
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Section 1 

(1) 1 10 20 30 40 52 

ApoB 270-570 (1) FSYNNKYGMVAQVTQTLKLEDTPKINSRFFGBGTnKMGLATlEST 

CDld human (1) MGCLLFLLLWALLQAWGSABVPQRLFPLRCLQISSFANSSWT|JtDGLaL|lGE 



(53) 53 



60 
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80 



90 



-Section 2 
104 



ApoB 270-570 (45) KSTSPPKflAEAVl |LQBLKKLTIsriQr|lQRAr|LFNj IVTELRGLSDEAVTS 
CDld human (53) LQTHSWsL|DSDt| |lKPWSQGTFSUq|JwbTl|JHIf|_JyRSSFTRDVKBFAK 



(105) 105 110 



120 



130 



140 



-Section 3 
156 



ApoB 270-570 (97) [~]LPQLIE|~|SSP 
CDld human 



LQALVQCGnPQCSTHinQflLKnVHANPLLIDVVTYLVAL 

(105) UlrlsypUblq|JagcbvhpgIjasnnffh1Ja1Jqg[Jdilsfqgtswbptqbap 



(157) 157 170 

ApoB 270-570(149) riPBPSAQQnREIFNMAR 
CDld human (157) UWVNLAIqIJlNQDKWTR 



Section 4 

180 190 208 

QRSRATLYALSHAVNNYHKnNPnGTQELnDIANTl 

tvqwllngtcpqfvsglleUgkUelkkqUkpkaU 



(209) 209 



220 
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240 



Section 5 

250 260 



ApoB 270-570(201) LMEQIQDD CrjGDEDYTYLnLRniGNMGQTMEQLTPELKSrilLR 

CDld human (209) LSRGPSPGPGRLLLVCHv|JgFYPKPVwUkw|JRGEQEQQGTQPGDILPn|JdET 



(261) 261 
ApoB 270-570(244) CVQSTKPS 
CDld human (261) WYLRATLD 
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300 



-Section 6 
312 



iqkaaiq[1lrkmepkdkdq| Ilqtflddaspgdkrlaaylm 
ageaaglIJcrvkhsslegqI Ilywggsytsmglialavlac 



-Section 7 



(313) 313 320 325 

ApoB 270-570(296) L[lRSPS SEQ ID NO: 14 

CDld human (313) l|jFLLIVGFTSRFKRQTSYQGVL SEQ ID NO: 16 



Fig. 14 



